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SRAP ANALYSIS FOR SPACE INDUCED MUTANT LINE OF MAIZE (Zea mays L.)

DU Wen-ping, YU Gui-rong, Song Jun, XU Li-yuan

Institute of Biotechnology & Nuclear Techniques, Sichuan Academy of Agricultural Sciences, Chengdu,
Sichuan 610066

Abstract:

In order to detect the effects of space mutation on maize, 16 SRAP primers were applied for the
discrimination of the maize inbred line "968" and its 93 mutant materials,154 polymorphic fragments
were amplified. The average of polymorphic bands detected by per SRAP primer combination was 9.6
with a range from 5 to 18. Genetic similarities among the 94 materials ranged from 0.481 to 1.000 with
an average of 0.903, and the largest genetic distance was found between mutant line 37 and control.
The 94 materials were divided into six groups with the similarity coefficient of 0.732. The phylogenetic
analysis showed distinct variation among the mutants. The results indicated that SRAP markers could
be used for analyzing genetic variation of mutants.
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