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GENETIC DIVERSITY OF WHEAT GERMPLASMRESISTANCE TO THE APHID(Sitobion
avenae F.) BY SSR MARKERS

WANG Chun-ping®?, LUO Kun®, ZHAO Hui-yan?, ZHANG Gai-sheng?, LI Dan®, GAO Huan-
huan®, DENG Mina®, LIU Lan?

1. Northwest A & F University/State Key Laboratory of Crop Stress Biology in Arid Areas, Yangling,
Shaanxi 712100;
2. College of Agronomy, Henan University of Science & Technology, Luoyang, Henan 471003

Abstract:

The objective of this paper is to study the genetic diversity of wheat germplasm resistance to the grain
aphid Sitobion avenae, providing theoretical basis and technical support for efficient breeding of
environment-friendly wheat by SSR markers. A total of 32 pairs specific primers were selected from
175 pairs SSR primers distributing on A, B and D homologous chromosomes. The results showed that
group D had higher genetic diversity than other groups. Among all the 21 pairs of chromosomes,

genetic diversity was highest on chromosome 7D, and lowest on chromosomes 7A. A total of 255 bands

were amplified with 32 pairs of primers among 14 wheat germplasm, of which 244 bands were
polymorphic. Each pair of primers amplified 3 to 13 bands with an average of 6.8 bands. The
percentage of polymorphic band was ranged from 40% to 100%. Nei's Genetic diversity and Shannon
information index were in the range of 0.3264~0.4243 and 0.5078~0.6154, respectively. Cluster
analysis showed that 14 wheat accessions could be divided into 3 groups by SSR, which were
consistent with that of traditional classification, i.e. the germplasm resources with the same resistance
were clustered in the same group. It is suggested that the genetic diversity of resistant to aphid in
wheat germplasms could be efficiently assessed by SSR markers so that the SSR molecular markers
could be effectively used in molecular breeding of new varieties resistant to aphid.

Keywords: wheat germplasms SSR marker Sitobion avenaeF.
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