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Abstract The experiment was conducted using 175 recombinant inbred lines (RILs) derived from a cross between com
mon wheat Jing 771 and Pm97034. The results indicated that the GMP content in most RILs was accumulated at low level
in early stage of grain filling, then ascended gradually, but descended at about 22 days after anthesis, then ascended continua
Ily up to maturity, which was the same as that in their parents. The effects of different subunit combinations on the dynam
ic changes of GMP content were different. The GMP content in the RILswith (1,17+18,5+10) , (N,17+18,5+10), (1,14
+15,5+10) , (N,14+15,5+10) subunit combinations were quickly accumulated from 27 daysto 32 days after anthesis, a
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nd up to the highest value at maturity. The four subunits combinations especially the 5+10 subunits were favorable to GM
P accumulation. The results of conditional genetic variance components showed that the GM P quantitative genes were expr
essed from filling to mature, and most active at 17 days after anthesis, while inactive at about 22 days after flowering. Thed
ynamic changes of the GMP net genetic variation were similar to that of GMP content accumulation.
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