RESF 1R

Cotton Science

| R

WAE2 = 2010, Vol. 22 = Issue (2) :115-119 DOI: 1002-7807 (2010) 02-0115-05

BT 95 e BHHZ | THEZ | RN | mARER << Previous Articles | Next Articles >>
T €6 H5 i 3R (1 SSRAT 48 S 5%

ROLUR, AREHh, EAEM, ik, RHEE, s

TAEANE R 22 A AL R A E AR BUSHE R s %, Wb s 071001

Molecular Variation of the Colored Cotton Lines Based on SSR Markers
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Abstract: In the study, SSR molecular marker was used to assess the molecular variation of 62 new lines of colored } RSS
7 e
cottons from 12 combinations. The results showed that 29 of 242 pairs of SSR primers could generate polymorphic {2 A K 3L
markers among the tested colored cotton lines. The total number of markers was 195, and the polymorphic markers b RALHE
were 115, accounted for 58.1%. MGHES-6 primer had the most polymorphic markers, followed by BNL2960, CM43 and p 2k
MGHES-66. These primers could detect the variable SSR sites of the tested cottons very well. The PIC values for SSR e

primers varied from 0.493~0.938, averaged 0.790. The higher PIC values showed the abundant SSR alleles from the

colored cottons. According to the SSR markers, 62 colored cottons were divided into two groups based on UPGMA b AR
method. One group included all the lines bred by pedigree selection, the other included the lines bred from hybridization  skf:5
method. The above results laid a foundation for breeding and germplasm utilization of colored cotton. b T

Keywords: colored cotton SSR molecular variation
Received 2009-03-30;

Fund:

b RHE T EAS R (06220113D) MLy HAAR:HEL A E KIH (C2006001034)

Corresponding Authors: mzhy@hebau.edu.cn

About author: %375%(1970-), 5, EIWFF R

SR A

FOrsR, AN, EREM, SRR, TRAREE,  DUESEOR AR RIMSSRA TS WIAN] MiE%4R, 2010,v22(2): 115-119

WU Li-Qiang, LI Zhi-Kun, WANG Zhi-Wei, MENG Cheng-Sheng, ZHANG Gui-Yin, MA Zhi-Ying.Molecular Variation of the Colored Cotton Lines Based on SSR
Markers[J] Cotton Science, 2010,V22(2): 115-119

FER AL :
http://journal.cricaas.com.cn:8082/mhxb/CN/1002-7807 (2010) 02-0115-05 &k http://journal.cricaas.com.cn:8082/mhxb/CN/Y2010/V22/12/115

Copyright 2010 by K&}



