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ESTABLISHMENT AND OPTIMIZATION OF SCoT-PCR REACTION SYSTEM FOR
Dendrobium officinale

ZHAO Rui-qgiang, GAO Yan-hui, ZHANG Xiao-ling, SI Jin-ping

A Nurturing Station for the State Key Laboratory of Subtropical Silviculture, Research and Development
Center for Natural Medicine, Zhejiang Agricultural and Forestry University, Lin’ an, Zhejiang 311300

Abstract: Orthogonal design and single factor experiment design were applied for optimizing five
factors (DNA template, M92+, dNTPs, Taq DNA polymerase and primer) in the SCoT-PCR amplification
system on Dendrobium officinale . The results showed that a satisfactory SCoT reaction system for
Dendrobium officinale with desirable repeatability and polymorphic bands was established. In a total
volume of 20ul SCoT-PCR system, it contained 1 XBuffer, 30ng DNA template, 2.5mmol * L'lMg2+,
0.15mmol * L't dNTPs, 1.5U Taq DNA polymerase and 0.4pmol * Lt primer. The optimal annealing
temperature of every primer for SCoT-PCR reaction was proposed by gradient PCR, and it was found
that different primers had different annealing temperature. As far as primer S6 was concerned, the
optimal annealing temperature was 54.5°C. The optimal reaction system was further verified in 32
Dendrobium officinale varieties with good stability and repeatability. This optimized SCoT-PCR reaction

system would provide the basis for germplasm evaluation of Dendrobium officinale , the establishment of PubMed

genetic maps, gene localization and analysis of genetic diversity.

Keywords: Dendrobium officinale Kimura et Migo SCoT orthogonal design single factor experiment
system optimization
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