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Abstract: microRNA (miRNA) is widely distributed RNA regulatory genes, endogenous and 21-25nt noncoding single-stranded
small molecule RNA.miRNA has a complementary relationship with its target gene mRNA, and mediates the
degradation of target genes.The transcriptional gene silencing causes the down—regulation of the expression of
the target gene.In the present study, the promoter and the target gene of gma-miR1508a gene were predicted by
bioinformatics methodology in PlantCARE, PMRD and BAR databases. Analysis results showed that many important
abiotic stress cis—acting regulatory elements were found in the promoter sequence and gene expression may
induce by ABA, low temperature and drought stresses.Seven gma—miR1508a target genes were identified by PMRD
software, which involved in cell apoptosis, regulation of flowering, stress responses,cell wall
modification. Finally, G1ymal0g03840. 1, G1ymal6g27800. 1, G1ymal7g07280. 1 totally five of them may be the target

genes of gma—miR1508a under low temperature stress.
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