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Stable Expression of QTL for AC and PC of Milled Rice (Oryza sativalL.) U
sing a CSSL Population

WENG Jian-Feng, WAN Xiang-Y uan, WU Xiu-Ju, WANG Hai-Lian, ZHAI Hu-Qu and WAN Jian-Min

Chinese Academy of Agricultural Sciences, Beijing 100081, China

Abstract A chromosome segment substitution lines population, derived from Asominori/IR24 with Asominori as the recur
rent parent, was planted and phenotyped for amylose content (AC) and protein content (PC) of milled rice in two successi
veyears and four sites. QTL for AC and PC were characterized and stability of their expression was investigated. The phen
otypic value for AC and PC showed a continuous distribution and some transgressive lines were also observed. Additionall
y, atotal of 8 QTL for two quality traits were identified, and two of them were consistently detected in the eight different €
nvironments. Phenotypic values were different significantly (P<0.01) between Asominori and the CSSL s harboring any of t
hetwo QTL alleles. Otherwise, the significant QTL by environment interactions were observed for gAC-8 and gPC-8 in
two of the eight environments. Therefore, these results indicated that the two QTL, gAC-8 for AC and gqPC-8 for PC, were

stably expressed in different environments. Since QTL gAC-8 and qPC-8 were both mapped in the G1149 - R727 interval,
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the two RFLP markers, namely G1149 and R727, would be useful markers for further fine mapping of QTL and marker-ass
isted selection (MAS) through marker conversion in rice quality improvement.
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