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Genetic Diversity of Waxy Corn and Popcorn Landracesin Yunnan by SSR
Markers

WU Y u-Sheng,ZHENG Y ong-Lian,SUN Rong, WU Shao-Y un, GU Hong-Bo, Bl You-Hua

National Key Laboratory of Crop Genetics and Improvement, Huazhong Agricultural University, Wuhan
430070, Hubei

Abstract 16 waxy corn landraces and 14 popcorn landraces in Y unnan were analyzed by SSR marker for genetic diversity.
61 primers and 43 primers were screened to be specific with chromosome 10 of waxy corn and popcorn respectively from
96 primers tested. Polymorphic fragments were amplified stably by each specific primer, 1— 12 for waxy cornand 1—13 f
or popcorn. In total 226 specific DNA bands of 70— 700 bp in size were detected in waxy corn with an average of 3.70 frag
ments for each primer. 9 primers accounting for 14.7% in the primers used could detect 1 allele, 2 primers accounting for

3.3% could detect 11 and 12 alleles respectively. Other 50 primers accounting for 82.0% could normally detect 2—7 aleles.

i & W s
AIAE R
¥ Supporting info
» PDF(253KB)
¥ [HTML 4> 5] (0KB)
» 275 30k
k55 5 R
U SCHER R I
P I FRH A5 5
P OGP g
P 2R
¥ Email Alert
b 30 R
b R B B
R AR B
AT U R
WA A AT
et
A EE
P
mhz
A3
YA IE

ffy AL

For popcorn landraces, 232 dlleles of 65—490 bp in size were detected in total, 5.40 alleles by each primer on average. 3 pri
mers accounting for 7.0% could detect 1 allele, other 3 primers accounting for 7.0% could detect 12 and 13 alleles respective
ly. Therest of 37 primers accounting for 86.0% could usually detect 2—9 alleles. The results suggested that higher genetic
polymorphism was maintained in local waxy corn and popcorn landraces of Y unnan. The result by cluster analysis showed
that waxy corn could be divided into 3 groups and 5 sub-groups, and popcorn into 3 groups and 4 sub-groups. That was ge
nerally in accordance with the tendency of topography and atitude in Y unnan.
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