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The Genetic Diversity Assessment of Common Bean Ger mplasm Resour ces
by Using SSR Markers

ZHANG Chi-Hong,WANG Shu-Min

Ingtitute of Crop Germplasm Resources, Chinese Academy of Agricultural Sciences, Beijing 100081

Abstract 332 Chinese common bean, 16 alien common bean and 29 wild bean germplasm resources have been evaluated by
using SSR markers. Genetic diversity of germplasm resources consists of genetic diversity indexes and average genetic richn
ess. The results of the number of alleles showed that the average genetic richness of Chinese common bean germplasm resou
rces was higher than that of wild common bean and the average genetic richness of wild common bean was higher than that g
f alien common bean germplasm resources. The results of genetic diversity indexes expressed by Shannon-weaver index corr
esponded to results defined by the average genetic richness. Both results confirmed that the genetic diversity of Chinese co
mmon bean germplasm resources was higher than that of wild common bean and the genetic diversity of wild common bean
was higher than that of alien common bean germplasm resources . The results revealed by the number of alleles and Shanno
n-weaver index of different province’ scommon bean germplasm resources showed that there was a higher genetic diversit
y for the common bean germplasm resources from Guizhou, Y unnan and Heilongjiang provinces while lower genetic diversit
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y from Hebel and Liaoning province. Based on the SSR date, 377 accessions were clustered into 6 groups. 29 accessions of
wild common bean germplasm resources were clustered into the first group with low similarity coefficient of 0.341 which h
ad no any other type of common bean germplasm resources and 11 of 16 alien common bean accessions and 25 Chinese co
mmon bean accessions were clustered into the sixth group. The second, third, fourth and fifth group included 108, 105, 83 a
nd 17 accessions respectively. The second group had high similarity coefficient of 0.525 while the third, fourth, fifth and six
th group had moderate level of similarity coefficient which was 0.434, 0.497, 0.472 and 0.467, respectively. It is suggested t
hat the genetic relation of Chinese and alien common bean is closer than that each of them with wild common bean, with tho
usands of years’ evolution and domestication, the genetic diversity of common bean has been improved largely and Guizh
ou province became possibly the secondary origin center of common bean.
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