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Abstract: In this study, a molecular marker-assisted selection (MAS) strategy was used to improve Wuyunjing b kAR
8’ s resistance to rice stripe virus. The Wuyunjing 8 with high yield and erect head selected from 25 late- b VEAEIS

maturing varieties was used as accepter, and the variety Kuifeng with resistance to rice stripe virus as the donor.
Four STS (sequence-tagged site) primers STS11-31, STS11-7, STS11-19, and STS11-43 anchoring the b I
resistance genes were used for assisted selection in the backcross progenies. To 2008, seventy lines in BC3Fg and 2R

one hundred and fifteen lines of BC,F, with stable agronomic traits were obtained with the result of molecular bl
analysis. By appraising agronomic traits, yield , quality and resistance in backcross progenies, teen lines from b IO
BC4F5 and two lines from BC5Fg, which all carried disease-resistant genes and were similar to Wuyunjing 8 on the

A==
integrated traits, were selected. These lines retain the characteristics of high yield and good quality of Wuyunjing b AR
8 and have been prominently improved in resistance to rice stripe virus. P A —
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