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Differencein Expression of Starch Synthase Gene and Starch Synthesisin the Grains of Different Wheat
Cultivars
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Whest cultivars of different gluten types were used for investigating the changes of starch synthase gene expression, starch synthase activity and starch
accumulating rate. Results showed that, 1) During the entire filling of wheat the expression levels of starch synthase genes(AGPasel, GBSS, SSSI,
SBEI), the activities of starch synthases(AGPase, GBSS, SSS, SBE) and amylase, amylopectin, and total starch accumulating rates were recorded in a
descending order of Zhongyou 9507 (astrong  gluten cultivar), Huaimai 18 (amedium gluten cultivar), Ningmai 9 (aweak gluten cultivar), and Wx11 (a
Waxy variety). 2) The relationship between the maximum expression levels of AGPasel, SSSII, SBEI and the peak activities of AGPase, SSS, SBE
was significantly correlated at 0.01 levels, while there were no significant correlations between the maximum expression levels of GBSS and the peak
activities of GBSS. 3)The maximum expression levels of the four starch synthase genes were highly significantly correlated with the peak of amylase,
amylopectin, and total starch accumulating rates. 4) There were highly significant correlations between the four starch synthase activities and amylase,
amylopectin, and total starch accumulating rates.
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