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Abstract: The WRKY protcin is a super family of transcription factors unique to plants which was so named as all family

members contain a conserved amino acid sequence WRKYGQK and special zinc [inger molil at its N-terminal end.
WRKY protcin may participate in regulating the cxpression of a wide range of genes involved in various
biological processes such as development, metabolism and response 1o a range ol abiolic and biotic siresses.
We characlerized a predicated Lranscriplion Factor GaWRKYS3 from soybean using the veasi onc hybrid systom
with the bait vector which had W-box of the At\PR1(Arabidopsis thaliana) promoter related with pathogen
defense. Tt contained one conserved domain, and showed similarity with AMWRKY family members in both overall
amino-acid scquences and the sccondary structurc arrangement within the DNA-binding motifs. In yeast onec—
hybrid system, GmWRKY53 can specially actlivale the genes [used with the promoler containing W-box of the
AtNPR1 promoter. The study on transcription factor WRKY of soybean is conduced to understand the regulation of

various physiological programs ol soybean, including pathogen delense, senescence and development.
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