
     首页  |  期刊介绍  |  编 委 会  |  投稿指南  |  期刊订阅  |  广告服务  |  留言板  |  联系我们  |  English

中国水稻科学   2012, Vol. 26  Issue (2): 235-245    DOI: 10.3969/j.issn.1001 7216.2012.02.014 

综综综综述述述述与与与与专论专论专论专论 最新目最新目最新目最新目录录录录    | 下期目下期目下期目下期目录录录录    | 过过过过刊刊刊刊浏览浏览浏览浏览    | 高高高高级检级检级检级检索索索索     Previous Articles  |  Next Articles  

水稻抽穗期QTL及其与产量性状遗传控制的关系

郭梁郭梁郭梁郭梁,张张张张振振振振华华华华,庄杰云庄杰云庄杰云庄杰云*

中国水稻研究所 国家水稻改良中心/水稻生物学国家重点实验室, 浙江 杭州 310006；

Quantitative Trait Loci for Heading Date and Their Relationship with the Genetic Control of Yield Traits in Rice 
(Oryza sativa)
 GUO Liang, ZHANG Zhen hua, ZHUANG  Jie yun*

Chinese National Center for Rice Improvement/State Key Laboratory of Rice Biology, China National Rice Research Institute, Hangzhou 310006, China;

● 摘要  

● 参考文献  

● 相关文章  

  

 全文全文全文全文: PDF (518 KB)   HTML (1 KB)   输输输输出出出出: BibTeX | EndNote (RIS)      背景背景背景背景资资资资料料料料 

摘要摘要摘要摘要 产量和抽穗期是评价水稻品种应用价值的基本性状。水稻QTL分析已经历了从初定位到基因克隆的发展过程，并以抽穗期和产

量性状最受重视。总结了亚洲栽培稻抽穗期QTL的基因组分布，分析了这些QTL与产量性状遗传控制的关系，为进一步筛选和鉴定具

有较高育种应用潜力的水稻抽穗期QTL和产量性状QTL提供参考。
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Abstract： Grain yield and heading date are key factors determining the commercial potential of a rice variety. 

Mapping of quantitative trait loci (QTLs) in rice has been advanced from primary mapping to gene cloning, among 

which heading date and yield traits have always attracted the greatest attention. In this review, genomic 

distribution of QTLs for heading date detected in populations derived from intra specific crosses of Asian 

cultivated rice (Oryza sativa) was summarized, and their relationship with the genetic control of yield traits was 

analyzed. The information could be useful in the identification of QTLs for heading date and yield traits that are 

promising for the improvement of rice varieties. 
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