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Abstract: Grain yield and heading date are key factors determining the commercial potential of a rice variety. F E-mail Alert

Mapping of quantitative trait loci (QTLS) in rice has been advanced from primary mapping to gene cloning, among } RSS

which heading date and yield traits have always attracted the greatest attention. In this review, genomic
distribution of QTLs for heading date detected in populations derived from intra specific crosses of Asian

cultivated rice (Oryza sativa) was summarized, and their relationship with the genetic control of yield traits was

analyzed. The information could be useful in the identification of QTLs for heading date and yield traits that are
promising for the improvement of rice varieties.
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