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Banded leaf and sheath blight (BLSB) is one of the most serious disease around the world, and it is also I
a disaster disease in southwest of China because of high temperature and humidity, which cause great

Ly
loss to corn yield and quality. A set of 339 maize recombinant inbred lines (RIL) derived from the cross : f@M
R15(resistance) by ye478(susceptible) were planted, and the lesion height and ear height were bR
evaluated at the following four enviroments, 2008 in Yaan, 2009 in Yaan, Mianyang and Chongging of b okEH

China. The data came from twice investigations which the first one was carried out at the fifteenth day PubMed

after inoculation through wheat seeds in the fore four environments, and the second investigation at the . .
fortieth day only in the later two environments. A genetic linkage map comprising 133 SSR markers b Article by LIN Hai-jian
were constructed through the software MAPMAKER version 3.0b based on the recombination, it covered ! Article by LIU Chang-lin
1658 cM on the 10 maize chromosomes, the average distance between two near markers were 12.56 F Article by SHEN Ya-ou
cM. Compared with the SSR bin map, all markers on 10 chromosomes were arranged in the same order.
Using the composite interval mapping method, 7 QTLs related to resistance to BLSB were detected based
on lesion height, they were distributed on chromosome 6, 8, 9, and 10, the average value of additive
effects and contributions to phenotypic variances were 1.61% and 4.52% respectively; Based on disease ' Article by ZHANG Zhi-ming
index, 11 QTLs relevant to BLSB resistance were mapped on chromosome 2, 4, 5, 8 and 9 through the

same method, the range of additive effects and contributions to phenotypic variances were

0.0165~0.0545 and 2.81%~7.29% respectively. Especially, based both on lesion height and disease

index, the two intervals bnlg1583-dupssr06 and bnilg1714-umc2343 were identified with resistant QTLs,

and this were consistent with the previous results of our team, these intervals may point to potential

targets for marker aided selection and fine mapping in maize.
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