A FHISSRARICHEAT S K E ARG I8 K 7025 CRERFA)

pil
@

1/3

il

SEFOET)
hERZOET)
RERWAZOET]
RCCSEFREIZIFEAERT
RERES | EWERE (CSCD ) 83T
CAB International WZREATI

XE (EEE) KRBT

=B (1eEdE) (CA) WRET

B (/) HARINR REE FRARAN HAHATISY IEGE BRERERA) IREIEu,
(/Corp/10.aspx) (/Corp/3600.as@orp/5006.as@orp/50.aspxfhttp://www.haasep.cn/)

«_E—#5 (DArticle.aspx?
[1]1#F%h, Takahata Yoshihito,Ohno Yasuo. I ISSREFIEHEATSE A K EAIGE K G532 [3]. KGRI, 2008,27(05) :732-739.

type=view&id=200805001) [doi:10.11861/j.1ssn.1000-9841.2008.05.0732]
. XIE Fu-ti,Takahata Yoshihito,Ohno Yasuo.Phylogenetic Analysis of Vegetable-type (Edamame) and Grain-type
T—%#s (DArticle.aspx? . . .
Soybean[Glycine max(L.) Merr.]Cultivars Through ISSR Markers[J].Soybean Science,2008,27(05):732-739.
type:view&id:200805003) [doi:10.11861/j.issn.1000-9841.2008.05.0732]
s 82
201712

A FHISSRIFIC AT H R E M B RE K2R
(CRERHE)  [ISSN:1000-9841 /CN:23-1227/S 1 #: 278  Hi%: 20084E05H1 THE: 732-739 #2H:

HAEH:  2008-10-25

Title: Phylogenetic Analysis of Vegetable-type (Edamame) and Grain-type Soybean[Glycine max(L.) Merr.]Cultivars
Through ISSR Markers

RS 1000-9841 (2008) 05-0732-08

e WHZE' (KeySearch. aspx?type=Name&Se =l Hi%:) : Takahata Yoshihito? (KeySearch. aspx?
35 type=Name&Sel=Takahata Yoshihito); Ohno Yasuo® (KeySearch. aspx?type=Name&Sel=Ohno Yasuo)
t il b=l IPEBHARM R 2R 2 be . ILT TERH 110161
2Faculty of Agriculture, Iwate University, 020-8550, Japan;
PDFTE; (pdfdow.aspx? 3Sato Masayuki Seed Co., Yahaba-cho -02-0891, Japan
Sid=200805002) Author(s): XIE Fu-ti 1 (KeySearch. aspx?type=Name&Sel=XIE Fu-ti 1); Takahata Yoshihito2 (KeySearch.aspx?
type=Name&Sel=Takahata Yoshihito2); Ohno Yasuo3 (KeySearch. aspx?type=Name&Sel=0Ohno Yasuo3)
+§j\§ 1College of Agriculture, Shenyang Agricultural University, Shenyang 110161, Liaoning, China;

2Faculty of Agriculture, Iwate University, 020-8550, Japan; 3Sato Masayuki Seed Co., Yahaba-cho 02-0891, Japan
(http://www.jiathis.com/sharg%@;@: KE (KeySearch. aspx?type=KeyWord&Sel=K&) ; ISSRERic (KeySearch. aspx?type=KeyWord&Sel=TSSR¥Ric) ; ZHEME:
Uid=1541069) (KeySearch. aspx?type=KeyWord&Sel=% k%)

Keywords: Soybean (KeySearch. aspx?type=KeyWord&Sel=Soybean) ; ISSR Marker (KeySearch. aspx?type=KeyWord&Sel=ISSR
Marker) ; Diversity (KeySearch.aspx?type=KeyWord&Sel=Diversity)

NHKES: $565. 1

DOI: 10. 11861/ . issn. 1000-9841. 2008. 05. 0732 (http://dx. doi. org/10. 11861/ . issn. 1000-9841. 2008. 05. 0732)

XHERARERS: A

WE: TSSREFBHLA P HATIR 5 19 2 IR PE T4 V2 R T8 i ZAEPERT 0. REAT SR K S 2 REVE R O AT B T B R R AT 20383

ARG TR . R ISSRERCHIARR BT A R TSR (R MI3AMNFER G SR GR) T TR, SREV: 504
TSSREIWI A 1IN B AT B AR YE, FAM39BIIE P2 R 132500, FErh8 1A BARIEMEHE, (561, 4%, S s e
TR, KANKB30 ~3530 bp. REASFIA T34 80 4R MR 22 bk 5 5020 B0 A3, 3RI2. 1o SRISAITES B, iR
BI50 S APl 4 93U, K Taikadaizu ot —4, 78RS (ZHOYPEEE) LEBE, CHBAAEHRE
AU TEE KT AL CALETT AR s T AL, 6 — LA SR BATAR AR AR, Fetn s — TEALAY SRS AR . %t fl
By ATE. AGAEF. R RARUE L SR L2 K 8RB YIRS R . BT ISSRERIC I 232K LA WSE K &
MR, SR EANRE K T Z A7 2R, A BRI R S T A T AR K AR 5 R

Abstract: ISSR markers are reported to be highly polymorphic and to useful in studies on genetic diversity.Analysis of

the diversity in edamame cultivars would aid breeders by making a cross choice of parents. Thirty-seven edamame
cultivars/lines and 13 grain—type ones were used in ISSR analysis.Of a total of 50 ISSR primers used 11
primers showed no amplified fragments.Another 39 primers produced 132 bands, of which 81 were polymorphic
accounting for 61.4%. The number of amplified bands varied from 1 to 7, with a size range from 830 to 3530
bp. The average numbers of bands per primer and polymorphic ones were 3.3 and 2.1, respectively.A dendrogram
based on UPGMA analysis grouped 50 cultivars/lines into 3 main clusters. Taikadaizu, fasciated-type soybean,
appeared to be distinct from all others.Group B comprised 7 grain—type cultivars, most of them developed in
China. Group C comprised all Japanese edamame cultivars/lines and 4 grain-type ones.Genotypes grouped in the
group C were divided into several subgroups.Among the subgroups, cultivars grouped in the same subgroups had
identical characters, for example a subgroup comprised all cultivars with brown hilum and seed coat, white
flower and the pod which was not easy to open.Selected cultivars and their original cultivars showed closely
relationships in the dendrogram. These results indicated that the dendrogram based on ISSR reflected the
genetic relationships of edamame cultivars, and the genetic diversity existed between edamame and grain-type

soybeans. The preservation of edamame germplasms would be useful for the better soybean project in the future.
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