3 2RI,

JOURNAL OF THITICE_A.E

i 53. i
B | R AT R S| BT | FiZ| B R e me | BX R B AT English

TENRARR  LociN

o AEEBA |
o EEER |
po BXRER |
b R |
b GESA |
FMHEKRER m

B [, HRREE s
[ 3w B R T i

() B A T 322 1) {4 48 J7 vk
B wschiEE A R E R

) HFRRPDFR: W R B 7 v
O e EEESR

L =% CiE

L &5 BT

G B n
e =R R A B2
T
CSCD¥ 4 5 3 1) %
] S A SO A

FE St 2R iR R U B 2
IR AT

RTEHP A 0o R BV WX (190 BT SR 9) T b iDL 22 41 4§, 2010,30(5):813-819
o B K 22 B B SR WX ER B 90 T BRR K 22 0 7 A I B ik

DOI,

thICoe e M AE AR Wxik 1D SDS PAGE srrhiid HEEIEK & A
HE 3 %447 : Chinese barley germplasm resources Wx Protein 1D SDS PAGE Molecular markers Amylose content

AT E AT E B AR AR 9487 T H (2006 GO) ; ARAEIBASATLRIIFL I (nyhyzx07  010)

eH LKA
i ap e TR R B A B2 I A AE A PR 3 5 DR g R M 5 T B2 TR S A S e 0 5 A AR T 5 T s
AR KA e 100081)

O A B 199
AT HRKE 0L
&

h TS R R WX (S UK O IRRYE S AR HEATE0AE, FIFID  SDS PAGE M T oh [E 1674 AN [ ELHE e b & 2k
R R AP0 IWXER 12828, RIAER EDRR RN G ERR R PR AD D, W] AR AEAE DU R E AL A 2L . SO il 5 C B R
oKy WKL ] LUE R gk, R E WX (OGHEYE, ANREREALELBETE R & 53— PR WA BRI BE IE S %, ERWXaE (772,
W EHFEER A . MR SARERERZE 06, — PR WIR R i LUE e, U= WX R I, A ELREE R 4 T R R
% F—FRWOE AN SE A TE R E 5, A IWXE (ORCRA I, S BT R & e AN KZ2 5/ N2 1 STSERICAI2AN K32 15 /N 2 1 SR
ER A [ WXER [ R B TREVE S, S RRW], 3 A KWK [T [y STS | 4 PLT il S A F 115 CDC Candleji 25 IRAR 7] (ks k22 it i s S
PRIBYR S s AR I AN RE T T4 8 KRN TR Y o DRI 2 i T4 R R WG S e B, I s TR 23 T hRad.
PR

For the identification of Wx protein in Chinese barley germplasm resources and verification of molecular markers, the different Wx protein types from
different amylose content in Chinese barley germplasm resources were analyzed by 1D  SDS PAGE. The resultsindicated there could be four types of
biochemical geneticsin the low and no amylose barley. Among them two types were related to no amylose content barley, in one of the two types wx gene
could transcribe normally, but the enzyme Wx protein produced was no catalytic activity on amylose synthesis, in another type wx gene could not
transcribe normally and no Wx protein produced. In the third type,wx gene could transcribe normally, but catalytic activity of Wx protein was low. In the
fourth type wx gene could only partly transcribe and produce insufficient waxy protein. Four STS and two SSR markersin wx gene of wheat and barley
were used to validate waxy barley accessions with different types of Wx proteins. The results showed that the primer P1, the STS primer of wx gene used
so far, could only identify waxy barley cultivars which were as the same genetic type as CDC Candle. The other markers could not identify waxy
endosperm phenotype in barley. Therefore new molecular markers should be developed for breeding and Wx molecular validation of waxy barley.
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