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CORRELATION ANALYSIS AND QTL MAPPING FOR PLANT HEIGHT AND FIBRE
QUALITY OF DWARF MUTANT IN UPLAND COTTON (Gossypium hirsutum L.)
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Abstract:

Aril327 was a dwarf mutant derived from Ari971 introduced from America and treated by 8%9¢co y-rays
irradiation. Cross combination was created by Aril327 and TM-1 which was a standard genetic line for
Gossypium hirsutum. QTL analysis for plant height and fiber quality traits was conducted in the F,
population of the cross. 4 QTLs were identified for plant height, distributed on chromosome 3,11,14 and
LG6,jointly explaining 74.53% of the plant height variance. 2 QTLs were identified for fiber strength,
distributing on Chr.23 and LG5, explaining 4.85% and 9.85% of the fiber strength
variance,respectively. one QTL was identified for micronaire, distributing on LG3 and explaining 7.28%
of the fiber micronaire variance. one QTL was identified for fiber length, fiber uniformity and fiber
elongation accordingly, distributing on LG3 altogether and explaining 9.86%, 28.35% and 28.26% of
the variance, respectively. The correlation coefficients between plant height and fiber quality traits
were all small and not significant, indicating that fiber quality traits maybe have little relative with plant
height genetically, provides the theoretical foundation for simultaneous improvement of plant height
and fiber quality in cotton breeding.
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