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Abstract: kXM
b e
Leaf angle and leaf orientation are very important traits affecting maize plant type b EN
(compactness). A genetic linkage map of 1260cM length was constructed with 192 SSR b E BRI

markers based on a sweet corn population consisting of 330 F, individuals from the cross

T14 XT4,with an average interval length of 6.56cM. The leaf angle and leaf orientation from PubMed

the population of F, and F, . jfamilies were evaluated for QTL analysis. With the method of | article by LIU Peng-fei
composite interval mapping (CIM), 14 QTL out of 26 total QTL were identified for leaf angle
on chromosomes 2,5,6,7 and 8, and the phenotypic variance explained by each QTL ranged
from 3.3% to 26.2%. The other 12 QTL were identified association with leaf orientation on

F Article by JIANG Feng
b Article by WANG Han-

nin
chromosomes 1,2,3,7 and 10 accounting for 3.1% to 20.7% of the phenotypic variance. One ArtiE::Ie by WANG Xiao
QTL was detected between bnlg1329 and bnlg1613 on chromosomes 2, one QTL was found k i) Y

between umc1148 and umc2275 on chromosomes 3, there were two QTL in the marker
interval umc1097~~umc1692 on chromosomes 5.These QTLs were detected in both F, and F,
: 3, suggesting that these QTLs might be the stable QTLs and could be used as candidate

gene of the quantitative traits. One QTL was found on chromosome 2 between bnlg1017 and
umc2129, controlling the leaf angle and leaf orientation, which could explain 10.8% and
10.6% of the phenotypic variance, respectively. The result of this study may provide useful
information for compact breeding and marker-assisted selection for maize.
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