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摘要 以拟南芥成花途径相关基因序列为探针，对葡萄EST 数据库进行同源检索筛选，获得相应 
的同源EST 序列，并以葡萄不同发育时期的不同器官cDNA 为模板，通过半定量RT-PCR 反应研究了葡 
萄成花途径相关基因的存在与表达情况，对葡萄成花途径的进行了分析与判断。研究发现，葡萄成花途 
径中的基因在不同器官中的不同时期的时空表达存在强弱的差异。
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Abstract： Homologous grape EST sequences were searched against the grape EST database using the 
corresponding flowering pathway gene sequences from Arabidopsis as the probes. The existence and
expression of related genes involved in the flowering pathway in grape were further studied by
half-qRT-PCR using cDNA，prepared from different grape organs at various developing stages，as PCR 
template，bashed on which，the grape flowering pathways were thoroughly forecasted. The study results 
also indicated that the expression levels of the grape flowering pathway genes showed some
spatiotemporal differences. 
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