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Comparative analysis of rDNA distribution in metaphase chromosomes of
Cucurbitaceae species
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Abstract

<P>Fluorescence in situ hybridization (FISH) and double FISH experiments were
carried out to ascertain the chromosomal distribution patterns of the 45S and 5S
ribosomal DNAs in the three species of Cucurbitaceae. Five pairs of 45S rDNA loci
and two pairs of 5S rDNA signals were detected on chromosomes of <EM>Cucurbita
moschata</EM=> Duch. <EM=>Luffa cylindrical</EM> Roem. contained five pairs of
45S rDNA loci and one pair of 5S rDNA loci. In <EM>Benincasa hispida</EM> Cogn.,
two pairs of 45S rDNA sites and one pair of 5S rDNA site were detected. In this
species, 5S rDNA and one pair of the 45S loci were collocated closely in
chromosome 7S. 45S rDNA chromosomal distribution patterns were highly
conserved among the three species, althoufh their number varied markedly. The 5S
rDNA sites on chromosomes among the three species were highly polymorphic. We
further discussed differentially evolutionary processes of 45S and 5S rDNA in plant
genomes.</P>
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