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摘要摘要摘要摘要： 

用SSR分子标记对国内外48份甘蓝型油菜品种进行遗传多样性分析，结果表明：筛选出的45对引物共扩增出326
个位点，多态位点281个，多态性比率为86.2%；平均每对引物扩增的条带数和多态性条带数分别为7.2和6.2。
多态性信息含量（PIC）在0.374~0.856，平均为0.699。遗传相似系数在0.48~0.79之间，参试材料差异较大；

以0.51为阈值将48份参试材料划分为冬性、半冬性和春性三大类群，三大类群间相对独立又有一定程度的渗透，

说明材料之间存在不同程度的亲缘关系。主成分分析与聚类分析结果一致。说明SSR标记能够较全面地反应种质

材料的遗传多样性，能够为种质的保存提供帮助，同时可以用来分析育种材料的遗传多样性，对育种工作有重要

的参考意义。 

关键词关键词关键词关键词： 遗传多样性   

Genetic Diversity Analysis of Domestic and Foreign Rapeseed (Brassica napus L.) 
by SSR Markers

Abstract: 

The genetic diversity of 48 rapeseed (Brassica napus L.), which were from domestic and foreign, was 
analyzed by SSR markers. The results showed that 45 pairs of primers performed 326 allele loci, and 
the percentage of polymorphism locus was 86.2% with 281 loci was detected. The average number of 
allele and polymorphism loci per primer was 7.2 and 6.2, respectively. The range of PIC per primer 
was 0.374~0.856, with the average of 0.699. Difference among the accessions was large with the 
genetic similarity range 0.48~0.79. To set 0.51 as the threshold, all 48 accessions were divided into 3 
groups, as winter group, weak-winter group and spring group. The groups were independent, but still 
had degree of mutual inter-penetration. That was to say the accessions might have some genetic 
relationship. The result of PCA and cluster analysis was consistent. It concluded that SSR could reveal 
the genetic diversity of germplasm, provide help for preservation of germplasm, and analyze genetic 
diversity of breeding material. It had important reference for breeding.
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