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WIE N T AW TIPTR L, LURI RIPTRABECSIPTS R RE X R, LI TAMEL S AR ‘ECL’ Al
JEAPELSE AR ‘8419s-17 HikH, NI RPCREIAR, WA & B H CsIPT R IR AE I HEA L,
FARBITR T PIAERZEN, D WX S N e RS0k R R IASFIE . 45K 848 RIPTHRK
(CsIPT1 ~ CsIPT8) ZIFMRAIMIPEAEL7.3% ~ 33.2% 5, IEMRKE/E280 — 504 AAZIA, HA M
I ATP/GTPA T IRESI[(A,G)-X4-G-K-(S,T)]> CsIPTAREMIFIFEEH —MHIFEIT (C-X-C-X12, 18-
H-Xg-H) RLUFH: SRZRTCSIPTS. CsIPT5. CsIPT7RICSIPT8RIAKTHH: CsIPT1. CsIPT3-
CsIPT4MCSIPTS A AR AR T IR H AR INaY, CsIPT2MCSIPTSEA K 17 R S h RIS F AT AL
1, TIAERZAN G T (S S v ek AR, WIS DR T R 5 0 IR B R S R T 54T 9%, b4k, CsIPT2
ERIRINELESTRRL ECL ST NIRRT, eI LA 38 IO & ST SR 77 v R 4 B

REEW. TR HME4ES: IPT BPIRE PO BPCR
Abstract: To identify IPT family genes in cucumber (Cucumis sativus L.) and investigate the relationship between cucumber

fruit development and CsIPT, parthenocarpic line ‘EC1’ and non-parthenocarpic line ‘8419s-1" were used for real-time RT-
PCR analyses. Based on the expression patterns of CsIPT in different organs, functional genes involved in fruit development
were identified and further analyzed by their expression patterns during fruit development. The results indicated that
similarity of eight CsIPT genes were in the range of 17.3% - 33.2%, length of amino acids were 280 - 504 AA. CsIPTs had a
common ATP/GTP binding domain of the[(A,G)-X,-G-K-(S,T)]. CsIPT4 contained putative a zinc finger-like motif <C-X2-C-X12,18-
H—X5—H) . CsIPT3: CslIPT5: CslIPT7 and CsIPT8 had higher expression in the early cucumber fruit. In the undeveloped fruit
CsIPT1, CsIPT3, CsIPT4 and CsIPT5 showed an significant increasing trend. CsIPT2 and CsIPT8 were related to fruit
development after pollination, at the same time the expression of CsIPT2 was higher in the early fruit development of

‘EC1’ . Therefore, it was speculated that CsIPT2 may participated in the regulation of fruit development in cucumber
parthenocarpic line.
Cucumis sativus L., parthenocarpy, gene expression,
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