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W% LI2RJT (Brassica juncea var. tumida Tsen et Lee) ‘K%’ h#tkl, i@iZRACE FIRT-PCR
BARAFIL MAP2/EREBP #3 K7L M IcDNA &K FHIRIENAIDNA (gDNA) 41, iZIEN 5 ———
JEAtABRL JE K FIE IR AR 53k 729%, Rk dr4 NBJABR1 (GenBank #3%5: JQ713825.1) . b ALASCHERE A R

BjABR1 FIMAFR 4L

HFGDNA JFHIE L AT cDNA JF5I4 K1 514 bp, &1 A1 146 bp MIFEAEAE (ORF) , %i b A

13381 MNME LR, HAMEEMIGME A T8 h41.674 kD, £ 5°409.11, BA14 MMM A, &1
A FJAP2 DNA Z5 431 ANCMX-1 L7, PEAR AR IMpE N R SR, BJABRL & 1A T4l
HiB. 966 mPCR 4MHT 48 W], WILRE SR AR R &I, 2. thplg ik, (HER+ F RSS
LR RN SRR AU A ST s AL BB IEAMICIRS FrARE MR FS R B, 3 RO RE T
SAZIE N IE, (S v k1 g 3 5 A TG
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Abstract: The full length cDNA sequence and genomic DNA (gDNA) sequence of an AP2/EREBP hEE
transcription factor family gene were cloned from Brassica juncea var. tumida Tsen et Lee ‘Yong’ an’ by (I
RACE (rapid amplification of cDNA ends) and RT-PCR. Amino acid sequence alignment showed the gene bATTAR
shared 72% similarity with a known Arabidopsis thaliana AP2/EREBP family gene, AtABR1, named after R

BjABR1 (GenBank accession No. JQ713825.1) . BJABR1 gene contained one intron and putatively encoded
381 amino acids with the protein molecular mass of 41.674 kD, the pl of 9.11, 14 phosphorylation sites b XIEE
and an AP2 DNA-bind domain and a CMX-1 motif. Subcellular localization assays showed that the BJjABR1 protein appeared in

the nucleus. Quantitative real-time PCR analysis revealed that BjABR1 gene

was expressed in root, stem and leaf, and highest in the root. The expression of BjABR1 was inducible

under salt stress, osmotic stress and cold stress, and its transcriptional responses subject to salinity was

most sensitive.
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