AT | wES | MRTE | SRS | BER | BKAREA | English

i 5 R
5L Go |mﬂﬁ
f 22k = 2014, Vol. 41 = Issue (2) :343-348  DOI:
IF 73 fRf 4 BHES | FHES | SRWE | mAmR << Previous Articles | Next Articles >>

BRI sk A1 SNPHZ i Je 22 2510k 23
X)WL, 3, W2, MAML, BREHANL, SH¥R)I3, AR-FAL1, %, W43, *

LR AN R E BEFR ST, Kvb 410125; 201 Fg ARV BEvE IEREF T, Kvb 410125: 3rh RN RHEBEG AL T, Jbst 100081)

SNP Mining in Pepper Transcriptome and the Polymorphism Analysis
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Abstract: In this study, we investigated 251 068 unigenes from two transcriptome in pepper (Capsicum annuum L.) using
SNP finding soft. In total, 18 159 SNP were identified from these SNP-containing unique ESTs. Among, 1 781 SNP located at b X
1 291 annotation genes, analysis of GO (Gene Ontology) showed that 853 ESTs were classified, among primary metabolic bR
process (28.7%) , cellular metabolic process (17.3%) , biosynthetic process (15.7%) being main. In KEGG map, 125 ESTs

involved in taken part in metabolic pathways, and 53 participated in biosynthesis of second metabolites, and 31 involved in b A
biosynthesis of plant hormones. Moreover, a total of 4 172 (22.9%) sequences were successfully designed primers of CAPS b K4
marker. Eight out of 15 primer pairs selected at random showed polymorphism among 5 different pepper varieties. The

results indicated that those CAPS markers from EST-SNP will be more usable in map structure, analysis of genetic I
polymorphism in pepper. b AREERE
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ek H . 2013-08-15; H AR H#: 2014-01-17
SUHASC:
X, WIRTE, ITEMWAE ML FAISNPIZIE L 2 &M [I] [ 2244k, 2014,v41(2): 343-348

LIU Feng, XIE Ling-Ling, Ml Bao-Bin etc .SNP Mining in Pepper Transcriptome and the Polymorphism Analysis[J] ACTA HORTICULTURAE SINICA, 2014,v41(2):
343-348

BEEADC:

http://www.ahs.ac.cn//CN/ o} http://www.ahs.ac.cn//CN/Y2014/V41/12/343

BATA LS 7% 3CHK

1] HAMEL,2,*, T L, FAFL, SRS, 4.0 AL E 5 R B A OCHE N 1 o+ 3 B 3Rk 4 BT [3]. [ 2444k, 2014,41(2): 349-356
[2] BHSF, 9, BRBHKE, mOTRE, IR BRI OO SR OB 235 7 [3]. [ Z4ER, 2014,41(2): 393-394

31 Tk, xld i, WE e, AP, X A BBOR SR TR 17 57 [3]. 2444, 2013,40(9): 1853-1854

[41 B F, PRI, B, R R R SR S HUNL A £ du gy 1 i R ST RE R (9], [W &4, 2013,40(9): 1741-1751



(51

(6]
71
(el
[e]
[10]
[11]

[12]

[13]

[14]
[15]

HOMREL, B EAEL, SROFIBIL, FWRL, EAbAAL, FMRAAE2,* SR B 5 A H G 28 -5 B MU s fr) 0 i ¥i% 1 2 O AR B s B R O I T[], A 25241, 2013,40(8):

1574-1582

TR, DU, 200, BRI, WRAEAN, ZF AEBAUET RN 3R 6 5 [I]. W EIR, 2013,40(4): 793-

£ B, PN, W BB, 555, A R B £ R e B 7 R T 5% i []. T &4, 2013,40(3) 1 449-457

IS, BIER, TKIEME, EAr0, 9K 4 B PRI 845 55 & RTS8 i [3]. 181244, 2013,40(3): 579-590

KK, fisgkte, W 2, DEE, B S1LNO FABA X BARED #1735 1F 22k 1 242 3R (L LI [9]. [ 2244k, 2013,40(3): 458-466

B, X6z, B, R, 9k @, £, 0k WRRMEST-SSRs 140 A 1 AE K 7 b Bl 22 BRI 50 b (9 B [3]. TR 252440, 2013,40(2): 265-274

HEIRBA, XGEE, B 2r, or M, WIRRE, TE AR SO B 65 SR TR 2R W R PERE SE 0] &%), 2013,40(2): 275-282

PR, B, =, B 0%, BARGL, VIS5, 22, Ok, R, R, skoicH, WAk, By g0 AR R S A AV IR 0T 7SS I B2k IR 43 T [9]. 1 &4, 2013,40(12): 2341-
2353

SRS, R, 7 2, BRI, sRuhEE, BRE BB H) (Capsicum annuum X C. frutescens) i fE &% (44 & 5 48 9T [9]. @& 244K, 2013,40(11): 2171-
2179

BRI, F222m, BRAE, 5K AU B HEPEAN B VR R + 2R PRR A L 0 T 0], T 2254, 2013,40(11): 2263-2268

RREIL, GEAN, 2R, ZR0T, BTELR, SK)RE, 2R I B HURE Al 257 [3]. B4, 2013,40(1): 186-188

Copyright 2010 by [l &2%4



