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Abstract: Radish is an economically important root vegetable worldwide. In this study, the 217 culti-
vated radish accessions were collected and genotyped. To detect the genotypes of these accessions,
a total of 24 structure variation (SV) markers distributed on nine chromosomes were emploved to
analyze genetic diversity and construct a core germplasm collection of radish. The results of polymor-
phism information content (PIC) indicated a good polymorphism of these SV markers. Population
structure analysis and principal component analysis (PCA) results showed that the 217 radish ac-
check for cessions fell into three main populations (P1, P2, and P3). Genetic diversity analysis showed that
updates these populations were highly associaled with geographical distnbution. The values of the fixation
Citation: L X Cul, L, Zhang L index (Fsr) indicated a high genetic diversity between P2 and P3, and a moderate genetic diversity
Huang, ¥; Zhang, 5; Chen, W Deng.  hopwwoen P1 and P2, and P1 and P3. Furthermore, the 43 core germplasm were exploited for creating
X, Hao, 2 Yang W, Qlu, Z_ etal.
Lot Diversity Analysis and Core
Cem plasm Collecton Construction
of Radish Culwars Based on
Structure Varation Markers. Ind. |,
Mal. 5ci 2023, 24, 2554, https. /f
daod org /103390 fipme 2 B 554

cytoplasmic male sterility {CMS) lines and cultivating new radish varieties. The high genetic diversity
of 217 radish germplasms will not only provide valuable resources for future genetic mapping and
functional genomic research, but also facilitate core germplasm utilization and the molecular breeding
of radish.

Keywords: radish; genetic diversity; molecular marker; core germplasm collection; structure variation

% INIFERRSE(EmN. BEihEEER ST Famhs=THiineE

= E{EfrgEaERAE {Chemical and Biological Technologies in Agriculture} E&FNE

MRS . SIERWEEFRE &S SCPE110199105
fibht: SIS ENIILRKIRF USRS 8295 HidE: 430064 Qy ol 5
& ZRNZEEE 420111020055572




