KRR | wmZEe | WIFATE | SRS | BER | BERKEAT | English

P
f 22k = 2014, Vol. 41 = Issue (3) :521-528  DOI:
Hoe il 2 BT | FHIHR | TN | AR << Pre

— L RNase-like & [l [1] 3 [ 2 215 3 #r

FERB 1, 4 WL, pJR)Y2, HREL 3

1) v A A K 2 R I, ) T 2 R AR
T° 530000; 3 frfE LA Bt & AbntHpAnpEsy

P R
<RI

G, BT 530023; 2 )Y R, B
J, Jbst 100193

Isolation and Expression Analysis of RNase-like Gene from Panax notoginseng
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Abstract: Combining homology cloning approaches with RACE (rapid amplification of cDNA ends)
techniques, the coding sequence of RNase-like major storage protein with differential expression was
cloned from the total RNA of roots and stems of Panax notoginseng, then the full gene sequence was
amplified from the total DNA. As a result, a cDNA sequence containing a 717 bp ORF (open reading

frame) was cloned and named as PMP (GenBank, KC751542) , together with a full-length DNA sequence
of 1 074 bp. Analysis of sequence and its phylogenetic tree showed that PMP gene consisted of 2 introns
and 3 exons, encoding a protein of 238 amino acids. The deduced protein, with a predicted molecular mass
of 27.47 kD, contained two conserved domains of RNases, which belonged to the RNase-T2 superfamily
member. The sequence showed 95% identity with that of RNase-like major storage protein in Panax ginseng. Real-tim
quantitative PCR showed that the expression level of PMP in 3-year-old root was

higher than the other organs. The expression pattern of PMP showed notable correlation with that of main
active components in P. notoginseng, which suggested that it might be involved in the regulation of
secondary metabolism of notoginsenoside and the quality formation.
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