
中国农业科技导报 2011, 13(3) 67-72 DOI:   10.3969/j.issn.1008-
0864.2011.03.11  ISSN: 1008-0864 CN: CN 11-3900/S

本期目录 | 下期目录 | 过刊浏览 | 高级检索                                                            [打印本页]   [关闭] 

生物技生物技生物技生物技术术术术 生命科 生命科 生命科 生命科学学学学 扩扩扩扩展功能展功能展功能展功能 

本文信息

Supporting info 

PDF(717KB)

[HTML全文] 

参考文献[PDF] 

参考文献 

服务与反馈

把本文推荐给朋友   

加入我的书架 

加入引用管理器 

引用本文 

Email Alert 

文章反馈 

浏览反馈信息 

本文关键词相关文章

牛;SNPs;HSF1;HSBP1;CRS-

PCR;PCR-RFLP
本文作者相关文章

PubMed

牛牛牛牛HSF1和和和和HSBP1基因多基因多基因多基因多态态态态性分析性分析性分析性分析
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(1.山东省农业科学院奶牛研究中心, 济南 250100|2.沈阳农业大学畜牧兽医学院, 沈阳 110161)

摘要摘要摘要摘要： 

利用DNA测序技术对牛HSF1和HSBP1进行SNPs位点扫描,共发现4个新SNPs,包括HSF1 1451(G/T)位点、

HSBP1第二内含子324(G/C)、589(C/T)和651(C/G) 位点。利用CRS-PCR和PCR-RFLP技术对867头荷斯坦

牛、85头鲁西黄牛和28头渤海黑牛进行基因多态性分析。χ2检验表明,HSF1 1451(G/T)位点和HSBP1 589(C/T)
位点在荷斯坦牛和鲁西黄牛群体中已达到Hardy-Weinberg平衡状态(P＞0.05),而HSBP1 324(G/C)和651(C/G)
位点的突变在荷斯坦牛群中均未达到Hardy-Weinberg平衡状态(P＜0.05)。HSF1 1451位点(G/T)AA基因型频率

最高,优势等位基因为A,而HSBP1 3个SNPs频率最高的基因型分别为AB、AA和BB, 589(C/T)位点的优势等位基

因为A,而324(G/C)和651(C/G)位点均为B。HSBP1 651(C/G)位点不同基因型的分布在三个牛品种中存在差异,
在荷斯坦牛中AA型频率最低,而在鲁西黄牛和渤海黑牛中AA型频率最高,推测该基因型与耐热性有关。该结果将为

奶牛耐热分子育种提供理论参考。 
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Polymorphisms Analysis of HSF1 and HSBP1 in Cattle

WANG Yan-jiu1,2, WANG Chang-fa1, JU Zhi-hua1, HUANG Jin-ming1, LI Jian-bin1, LI Rong-
ling1, ZHONG Ji-feng1, HE Jian-bin2, LI Qiu-ling1 

(1.Dairy Cattle Research Center, Shandong Academy of Agricultural Science, Jinan 250100|2.Animal 
Science and Veterinary College, Shenyang Agricultural University, Shenyang 110161, China) 

Abstract: 

DNA sequencing was used for SNPs scanning in HSF1 and HSBP1 in 3 cattle breed. Four novel SNPs 
were discovered, including 1451(G/T)in HSF1, 324(G/C), 589(C/T) and 651(C/G) in HSBP1. CRS-PCR 
and PCR-RFLP method were used for polymorphism analysis in 867 Holstein cattle, 85 Luxi Yellow cattle 
and 28 Bohai Black cattle. χ2 test indicated that 1451(G/T) site in HSF1 and 589(C/T) site in HSBP1 
reached Hardy-Weinberg equilibrium in Holstein and Luxi cattle(P>0.05), while 324 (G/C) and 651 
(C/G) sites in HSBP1 were not met Hardy-Weinberg equilibrium in Holstein(P<0.05). The frequency of 
AA genotype was the highest. A allele was the dominant allele in HSF1 in experimental population. 
When it came to HSBF1, AB, AA and BB appear more frequently, dominant allele at 589 (C/T) was A, 
and that at 324(G/C) and 651(C/G) was B. The distributions of different genotypes at 651 (C/G) locus 
of HSBP1 in 3 breed were different. The frequency of AA genotype was the lowest in Holstein, but that 
was the highest in Luxi cattle and Bohai Black cattle. So it was presumed that AA genotype was related 
to thermo tolerance. This result will provide theoretical reference for thermo molecular breeding in 
dairy cattle.
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