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Studies on Polymorphisms Within Intron 1 and Exon 2 of MBL1 Gene in Three Cattle
Breeds
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ZHONG Ji-fengl, WANG Chang-fal
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Science College, Shandong Normal University, Jinan 250014, China)

Abstract:

The single nucleotide polymorphisms (SNPs) within intron 1 and exon 2 of MBL1 gene in Chinese
Holstein, Luxi cattle and Bohai cattle were investigated by using nested-PCR, DNA sequencing technology
and CRS-PCR method. Sequencing results showed that three new SNPs were identified. They were 855

(G/A) . 2651 (G/A) and 2686 (T/C) . 855 (G/A) SNP was located in intron 1; 2651 (G/A) caused
amino acids alteration in Val24lle; 2686 (T/C) was synonymous mutation. Predominant allele were
identical at three SNP sites in three cattle populations, which were G, G, C and the allelic frequencies
were 0.87/0.58/0.57, 1/0.75/0.74, 1/0.76/0.63, respectively. By X2 tests, we found that 855(G/A) of
Chinese Holstein, 855(G/A) and 2651(G/A) of Luxi cattle and all sites of Bohai cattle were in accordance
with Hardy-Weinberg equilibrium (P>0.05). The value of polymorphism information indicated that 855

(G/A) was slight polymorphism; 2651 (G/A) and 2686 (T/C) were moderate polymorphism in the
three cattle breeds (0.25<P1C<0.5) .
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