=R 2R 2007 22 (2): 265-269  ISSN: 1004-390X  CN: 53-1044/S

SR

7 P R BEAR 5 AL S5 I BE ALY 18 2 25 DNAS HT

Tt ES R Wk 2

1. a2 B R R R 2B, =~ B 650201;

2. A RFEDVER SR HE R ELLGE, ~ EY 650091

ks H B 2006-6-12 44 7] H

WE RJUBENLY 1 2 A TEDNAFRCH AR 2 8 3277 X 6 N Al S5 I ABANMAREAT T BB L2 00T, M
S5NFENLE Wb ik B 2345 [0 B MA R R EE I DNASEAT TPCRY 1, LTI H1784DNAM B, H
H1504 B L AT B (2A%E84.27%) , WL T K IRALIERMATH FIFERSE . Ze4 E AR AShannon £+
MRS S . SREY . ZEBOBHARELRRFE.

b ZEke; ML ZEEME;  RAPD; ShannonZ FEPEIESL

s S 835.2

R

Analysis of Population Genetic Structure of Yunnan Goose
Using RAPD Markers

WANG Leil, HUO Jin-long?, MIAO Yong-wang?’ 2

1. Faculty of Animal Sciences, Yunnan Agricultural University, Kunming 650201,
China;

2. Laboratory for Conservation and Utilization of Bio-resources, Yunnan University,
Kunming 650091, China

Abstract

In this study, random amplified polymorphic DNA (RAPD) technique was used to analysis the
genetic diversity of 45 samples from 6 different areas in the hometown of the yunnan goose.
23 polymorphic primers which had been screened out from 85 primers were used to amplify
the total genome DNA of 45 yunnan gooses, 178 bands were assayed, of which 150 bands
(84.27%) were polymorphic. The allele frequencies at each locus, genetic heterozygosity,
Shannon index of genetic diversity had been calculated. The results indicated that there is
rich variation in the population of Hunan goose.
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