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Abstract

Microsatellite DNA Fingerprinting of 19 Native Chicken Breeds were constructed, and the
genetic diversity (allele frequency, mean heterozygosity, mean polymorphic information
content(PIC), and Nei genetic distances) of 19 them was analyzed by 20 microsatellite
markers.The results showed that 184 alleles were detected of 20 microsatellite loci in 19
native chicken breeds, the average number of alleles of each loci was 9.2, the range of
heterozygosity was 0.5824~0.7432, the heterozygosity of Zang chicken was the highest
(0.7432), and that of Beier chicken was the lowest(0.5824). The mean polymorphism
information content of 20 microsatellite was 0.5238~0.7023. which is higher than 0.5 and
highly polymorphic. By the results of UPGMA tree, six groups were formed from 19 chicken
breeds. The results of microsatellite fingerprinting were in accordance with 19 populations’
geographical distribution and actual status of 19 chickens. The results of cluster showed that
microsatellite fingerpring was feasible to analysize genetic relationships among Chinese
native chicken breeds.
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