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Abstract

PCR-RFLP was applied to analyze the polymorphism of CSN1S2 gene in 170 goats
that comprised of five goat breeds, namely Xinong Saanen dairy goat, Guanzhong
dairy goat, Shaannan white goat, Angora goat and Boer goat. A 310 bp —long PCR
product was digested with Alw261 and demonstrated polymorphism in five goat
populations that were all at Hardy-Weinberg equilibrium (P>0.05). For Xinong Saanen
dairy goat, Guanzhong dairy goat, Shaannan white goat, Angora goat and Boer goat,
gene heterozygosity/effective allele gene number/Shaanon information

entropy /Polymorphism information content were 0.1589/1.1889/0.2955/0.1463,
0.4114/1.6981/0.6017/0.5171, 0.1653/1.1980/0.3046/0.1516, 0646/1.0691/0.1463/
0.0625, 0.0541/1.0572/0.1270/ 0.0526, respectively. According to the heredity
diversity indexes described above of the five goat breeds, Guanzhong dairy goat had
the most abundant heredity diversity and showed high polymorphism, and Xinong
Saanen dairy goat and Shaannan white goat were inferior, while Angora goat and
Boer goat had the lowest genetic variability.
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