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Abstract

<P=>A Longissimus Dorsi muscle cDNA library of Xiang Pig was
constructed, and 131 randomly isolated clones were sequenced
in this study. The results of bioinformatics analysis showed that
131 ESTs represented 109 unique clones sequences, of which
99 showed homology to previously identified genes in humans
or other mammals, 3 matched other uncharacterized expressed
sequence tags (ESTs), and 7 showed no significant matches to
sequences already present in DNA databases. No protein
matches were found for 10 ESTs. Functional analysis of the ESTs
showed that a considerable proportion of them encoded
proteins involved in gene/protein expression (45.46%). Other
classes included genes involved in metabolism (10.10%), cell
structure/motility (10.10%), cell/organism defense (5.05%), cell
signaling/communication (2.02%), and cell division (0.0%0).
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Unclassified genes constituted the remaining 27.27%. This study
reported the results of the first gene expression profile analysis
of Chinese native Xiang Pig skeletal muscle cells, thereby greatly
facilitating the functional study of candidate genes involved in
muscle growth as well as in the improvement of meat quality in
domestic pigs.</P>
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