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Abstract

In this study, two pairs of primers were designed based on the known sequence
for DNA in GenBank for amplification of genomic DNA in a Large White and a
Landrace herd. The PCR products were detected by PCR-SSCP, we found that the
products from the first pair of primer exist a SNP, and PCR products from randomly
selected different genotypes were sequenced after were recalled and purified, the
result disclosed that the single base mutation(G—A) occurred at +159bp(in terms of
sequence situation in Genbank) for the BB genotype, which were a synonymous
mutation. And analyzed association of this mutation with litter size traits, the
results found that this mutation of MTNR1A gene had some affect on litter size
traits.
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