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Abstract

In order to obtain the information about genetic differences and
genetic relationships among Dehong buffalo, Murrah buffalo and
their hybrid offspring at DNA level, the genetic variation of 80
individuals sampled from Dehong buffalo, Murrah buffalo and their
hybrid offspring were assayed by RAPD with 11 primers selected
from 70 random primers. A total of 89 loci were identified and 73 loci
were polymorphic, the percentage of polymorphic loci was 82.02%.
The genetic distance between Dehong buffalo and Murrah buffalo
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was 0.220 3 and those between the hybrid offspring and its
parents were 0.101 7 and 0.135 3, respectively. The results
revealed that the genetic differences between hybrid offspring and
its parents were smaller than that between parent populations, but
the hybrid offspring was closer to Dehong buffalo than to burrah
Buffalo in genetic relationship.
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