2018/11/21 5 R 1829 g (Vibrio anguillarum) X #PCR 5 LAMPH i 75 4 ) 72 3Z.-Detection of Pathogenic Vibrio anguillarum by Using Duplex PCR and ...

201811 H21 1L BM—= *
A
[LSIERATL] [HTML) [ F#PDF4:2C] [&F/ k&) [EndNote] [ReMan] [BibTex]
—HI—® ek T B
ALEH: W 1818K T# 18707K ,
"
FR ok |OEA | gEh- SRR s B {xz{i
RIEE8INE (Vibrio anguillarum) S EPCR5LAMPAS M /5 V5 1 8 T i
P, EmeEl skmeEL 2 TR, el El Bl Bl = #! ‘fi
.
LT3R 7 222005:2. 2. P KEIMA 2 EHARSERE M 225009;3. HARKSERELDEEAIFHT KR 130021 .
HE:

BTN T IM 3 1 RIR RSSO 223 T I G148 (0245 IR 08 9 (Vibrio anguillarum) B M SC B BB oL, 8L T L 689IH 92> T4 42
K Jy k. LAPCRJVER ISAN 3 U RIE RN o345, 25 R 7R, 2200 ERESINEE Y AT 9 1 64N JE B (empA L vahl. vah4. (TaA, rixARILonB) BT, K1Y
tHvirAflangUsk K ; FHXfvah - txAB 51 AT WEPCRY™ 1, |l —PCR V(A & nl 38 W 4% A ROy, REBUE 2. 41X 103 CRU/ml, X ERIETARMTY 14
Hre Ulvahd REGHBIDHEATLANPY M, 06 D GBI T 478 Bk 24670, 2TRFEVER N, 68 TR PRIRT 6 B2 B RS,  LAVPY™ I R 0% 2. 4 X 1
01 CFU/ml. LAMPARN B4 LR XUEPCRIKI 10015, LAMPHOAR SPCRELAT, #RAFEIT. Sk, RYFEREAT S50, LAMPK ISR )77 28 & & T 9l
BRIV A .

XLEPCR  FOA TR IEHOAR (LANP)

K@i EYIRE
DOI: 10.11758/yykxjz. 20150608
HE5:

G VLIRS =R AR A 5 B RITE (14KJA240001) « VL5459 7KP I UARINE (Y2014-35; D2013-5-4) « VLI i B AR 4 SR LRI A (2014) ¥
T3S 22171 [N 17 B HB A B3 4 3 W) R Bh

Detection of Pathogenic Vibrio anguillarum by Using Duplex PCR and LAMP Assays
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Abstract:

Vibrio anguillarum widely exists in aquatic environments and has been recognized as one of the prominent waterborne pathogens that undermine the aquaculture
industry worldwide. In this study, we investigated the prevalent distribution of eight virulence-associated genes in the V. anguillarum strains isolated from Scophthalmus
maximus, Cynoglossus semilaevis and Cyprinus carpio, and improved the detection of V. anguillarum by using duplex PCR and LAMP assays. Six genes (empA, vahl,
vah4, tlaA, rtxA, and tonB) were detected in all 22 pathogenic strains of V. anguillarum, but virA and angM were not detected. The duplex PCR assay was established with
vah4 and rtxA genes as molecular markers. Two gene fragments from the chromosomal DNA of V. anguillarum were detected in one PCR reaction with the detection limit of
2.4x103 CFU/ml. Thc assay in 6 other control strains generated negative results. The LAMP assay was cstablished with vah4 as the molecular marker. The positive reaction
was shown as stair-step amplified bands and the detection limit was 2.4x101 CFU/ml. The assay produced negative reactions in 6 types of control pathogenic bacteria (no
amplified bands). The LAMP method was 100 times more sensitive than the PCR method. Therefore we concluded that the LAMP assay could be a sensitive, rapid and

simple tool for the detection of V. anguillarum, and recommend to employ this method in the early diagnosis of V. anguillarum infection in aquatic animals.

Key words: Vibrio anguillarum Virulence gene Duplex PCR LAMP

IR (LR

LE A PRI R AR AT H#
EFpMAL T EUKERIEB LSS KT EK %

bl & LT R R 1064, Wil /K =TF 70T GEEPFIERE) SRiBT WB4w: 266071
Fii%: 0532-85833580 F-mail: yykxjz@ysfri.ac.cn
HAZFI RS R R RE R AT

CHETE) AT 4 ICP4R 0502443455

http://journal.yykxjz.cn/yykxjz/ch/reader/view_abstract.aspx?file_no=20150608&flag=1 11



