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Genetic analysis of mitochondrial COI and 165 rBNA gene fragments from four Potamocorbula species
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WY ICEEE: Fotamocorbula mtDNA 165 rRNA gene COT molecular phylogeny
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The gene fragmentsz of the mitochondria COT and 165 vrBHA in F. laewisz, F. amuwrenziz, F. uztulata and P rubromuszculas were amplified and zaquenced.
Totally, 40 sequences of COT gene and 165 rEMA were obtained, and they were 650 bp and 450 bp in length after trimmings respectively. It showed a low GHC
bazse composition (38 6%). The result of sequence analwsis showed that the intraspecific wariation and interspecific variation were lower in 185 rEWA than

theze in CO0I gene. 10 mutation sites and T haplotypes were detected in the zene fragments of 185 rBWA Taking M. arenaria as the out—group, the

phylogenetic trees were constructed using the method of HT with the software MEGAL. 0. Based on the genetic distance and W phylogenetic trees we found

that the four speices of FPotamocorbula failed to achieve significant genetic differentiation between species.
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