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Abstract:

Taking F2 reciprocal populations derived from a diallel cross of Purse red common carp and Xingguo red
common carp as material, we constructed genetic maps in the common carp (Cyprinus carpio L.) using
AFLP marker and identified the growth-related quantitative trait loci (QTL). In positive mating population,
542 polymorphic markers were produced from 14 pairs of AFLP primers, in which 325 markers were
accord with the ratio of 3:1. A genetic map containing 50 linkage groups were constructed with genome
length of 3 676.1 cM, and 17 QTLs related to total length, standard length, pre-dorsal height, caudal
peduncle length and caudal peduncle height were achieved, which could explain 1.66% to 70.49% of the
total variation. In negative mating population, 605 polymorphic markers were produced with 14 pairs of
AFLP primers, in which 333 markers were accord with the ratio of 3:1. Another genetic map containing
50 linkage groups were also constructed with genome length of 3 943.1 cM, and 15 QTLs related to body
weight, total length, standard length, pre-dorsal height, caudal peduncle length were also gained, which
could explain 1.58% to 63.89% of the total variation. Furthermore, this paper carried out initial analysis
and discussion on genetic maps constructed from reciprocal population, the differences between QTL
identification and their results.
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