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Studies on the Intestinal Enzyme-Producing Microflora in | Typical Marine Finfish
Scarus ovifrons Temminck et |Schlegel, 1846 at Sublayer of the South China Sea
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Bin
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Agrieuhural Sciences, Beijing 100081, China

Abstract:

The intestinal microflora in Scants ovifrons Temminck et Schlegel, 1846 at suhlayer of the South China
Sea were isolated and identified by 16S, 18S rDNA sequences as well as the neighbour-joining
phylogenetic trees. And the enzyme-producing microflora such as protein enzyme, mannanase,
xylanase, cellulose enzyme, and amylase were screened by selective culture medium. The results
showed that 23 isolates of intestinal microflora were identified, in which 14 isolates were the enzyme-
producing microflora and mainly excreted protein enzyme and partly excreted cellulose enzyme,
mannanase and xylanase; theenzyme-producing microflora were mainly Bacillus sp. ; the isolate of H-
16, J-13 or Y-13G from the intestine of Scarus ovifrons Temminck et Schlegel, 1846 might represent new
microflora due to the less than 97% similarity after the blast of its 16S or 18S rDNA sequence. The
results indicated that rich enzyme-producing microflora existed in the intestine of the marine finfish
Scarus ovifrons Temminck et Schlegel, 1846 at sublayer of the South China Sea.
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