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Abstract:

Objective:To compare the serum protein mass spectra between trastuzumab resistant and non-resistant breast cancer patients by
SELDI-TOF-MS (surface enhanced laser desorption/ionization-time of flight-mass spectrometry), so as to screen for biomarkers of
trastuzumab resistance. Methods: Thirty-five breast cancer patients undergoing trastuzumab therapy in Fujian Tumor Hospital from Jan.
2008 to Oct. 2009 were included in this study. They included 11 trastuzumab resistant patients and 24 non-resistant patients according to
clinical trastuzumab resistance standard. Serum protein mass spectrum difference between trastuzumab resistance and non-resistant
patients was detected by SELDI-TOF-MS, and a protein peak ratio of 1.5 was used as SELDI-TOF-MS trastuzumab resistance standard. We
analyzed the sensibility, specificity, positive and negative predictive values of the SELDI-TOF-MS trastuzumab resistance standard. Results:
Trastuzumab resistance assessed by clinical trastuzumab resistance standard was not correlated with ages, clinical stages, lymph node
metastases and double-negative expression of ER/PR in breast cancer patients. The expression of serum protein peaks 7 971 Da, 9 284 Da
in trastuzumab resistant patients were significantly decreased (P<0.05) by comparing the serum proteomic mass spectra of trastuzumab
resistant and non-resistant patients. We then used SELDI-TOF-MS trastuzumab resistant definition to judge trastuzumab resistant and
non-resistant patients; the sensibility was 81.82% (9/11), specificity was 83.33% (20/24), positive predictive value was 69.23% (9/13),
and negative predictive value was 90 91% (20/22) when peak 7 971 Da was used; and the sensibility was 72.73% (8/11), specificity was
79.17% (19/24), positive predictive value was 61.54% (8/13) and negative predictive value was 86.36% (19/22) when peak 9 284 Da
was used. Conclusions: Examination of serum protein peaks 7 971 Da and 9 284 Da expression by SELDI-TOF-MS technology in breast
cancer patients may be used for predicting trastuzumab resistance.

Keywords:surface enhanced laser desorption ionization time of flight mass spectrometry (SELDI-TOF-MS) breast cancer trastuzumab drug
resistance biomarker

BESY AEIREE FRPDF B

Copyright © Biother.Org™ All Rights Reserved
T PAL PREBEEBOR S TN PR S PESUEY S
ik BIGTTIHIX FHAC% 800 IBE4iHY: 200433 5{ICP£060113935-2
ARG WAL AR A B F BT



