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W2 T YEPHNTANML T AR p X 3 1 A0 H B HE &2 /7 1) (short  tandem repeat, STR) BE[A|8:  DIS288.
D9S157. D9S1748., DIS171. DIS161. DIS1817HIDIS18057E Wt 24 M 7T M k16 2 N FH P () X, Bl LA R 225 4% 38
BIDURTCRAER, ZAPCREGAY B FIRIERRE, ABT 3774 ABIIN A TIE R 0/, St 75 R A BRI, 38
Tk o J R 7R R ST WU A AT T SRR SR v o0 AT, 743 PR S 3 RIS 40 A 420, 00270. 8002 8], 4 ik 24 3Ff
FERIR . TASSTREE A S EE K T 4y A3 3 7 B Hardy-We inberg P i 4 (P>0. 05) , 24&f¥ (heterozygosity, H) /-0

34770. 8442 1), AMAEIRS) /) (discrimination power, DP) 40.34670. 841, AEACHEKRZ (probabilities of
paternity exclusion, PPE) 40.30870.738, Z&/#E & & (polymorphic information content, PIC)7E
0.32870. 8222 ], PP lb L4 IR, WAFTHOR-S AR BN BRI A NAE K Z BSE R s fr E % 2 7 (P<
0.001) » WFRGRFE T hERIGFEFBIE, 1ENEBAIHE 27 Rk B 2T s H 2 B A H
Abstract:To get genotype and allele frequency distributions of seven short tandem repeat (STR) loci
of chromosome 9p, D9S288. DI9S157. DIS1748. D9S171. DI9S161. DI9S1817 and DI9S1805 in Chinese Han
population in Hunan area, blood samples were collected from the random Han individual in Hunan and
the whole genomic DNA was extracted.STR loci were amplified by multiplex—PCR technique and
genotyped by ABI 377 sequencer. Seventy—five alleles were detected, with frequencies ranging from
0.002 to 0.800,and constituted 243 genotypes.All the seven loci met Hardy-Weinberg equilibrium. The
statistical analysis of seven STR loci showed H(heterozygosity) ranging from 0.347 to 0. 844, DP
(discrimination power) ranging from 0.346 to 0.841, PPE (probabilities of paternity exclusion)
ranging from 0.308 to 0.738 and PIC(polymorphic information content) ranging from 0.328 to

0.822. The result indicated that there was a significant difference between Han ethnic group and the
white and the black.
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