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An analysis of single nucleotide polymorphism on HBV D
NA U5 sequence of hepatitis B patients and their children

Wang Peiling!-2;Wang Xiuhail;Cong Shuying!;Ma Hongming?:Zhang Xuecheng?

1Medical College,Qingdao University ,Qingdao 266021; 2College of Maring L
ifle Science ,Ocean University of China, Qingdao ,266003

Abstract Objective To study further vertical transmission of hepatitis B between the hepatitis B
patients and their children. Methods 30 families(68cases) of hepatitis B patients and their children
were examined by the molecular genetic methods and techniques of single nucleotide polymorphis
m(SNP) and polymerase chain reaction - single strand configuration polymorphism(PCR-SSC
P). Results It showed that the frequency of freed and integrated HBV DNA were higher consiste
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ntly between the hepatitis B patients and their children born after the occurrence of hepatitis B, an
d they had significantly difference than the children born before their parent suffered from hepatitis
B, p<<0.05. SNPs of hepatitis B patients and their children was ananlysed and discovered that th
ere are base substitution, insertion or deletion in the many base site of HBV DNA U5 sequence a
nd non-U5 sequence, 1908A—T, 1950 G—T, 1967 T—C, and deletionin 1900T, insertion i
n 1903C and so on. The SNPsin the loci of 1908. 1950, 1967. 1900 and 1903 of male hep
atitis B patients and their children born after the occurrence of hepatitis B is identical. Conclusion
Hepatitis B may be inherited from the male hepatitis B patients to their children born after the occ
urrence of hepatitis B; thereby, a molecular genetic evidence was provided further for hereditary t
ransmission of hepatitis B.
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