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Abstract Objective To study the polymorphism distribution of ATG repeatsin the resistin gene
3’ -UTRin T2DM and normal population and investigate whether the polymorphism could be as
sociated with type 2 diabetes. Methods 243 subjects with T2DM and 110 nondiabete controls w
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ere randomly selected from Han population in northeast China. Sequence variants of the resistin g
ene were analyzed with the Single Strand Conformation Polymorphism Analysis of Polymerase C
hain Reaction Products (PCR-SSCP) technique as previously described and then DNA direct se
quencing. Result In the total of 353 subjects, 3 kinds of genotypes of the ATG repeatsin resistin
gene3’ -UTR wereidentified: ATG repeated 6,7 and 8 times, in the T2DM the frequency of
6,7 and 8 times repeats were 90.5%,5.4% and 4.1%, respectively;otherwise all of the 110 nor
mal controls had the ATG repeated 6 times and had not 7 or 8 times repeats.Conclusion The pol
ymorphism distribution of ATG repeatsin the human resistin gene 3’ -UTR is different between t
ype 2 diabetes patients and normal population. We thinked that it is associated with the affectivity
of T2DM and likely to play an important role in the pathogenesis of T2DM in northeast Han popu
lation of China.




Keywords T2DM resigtin 3" -UTR polymorphism of ATG repeat

DOl

WAAE (i fush@ems.hrbmu.edu.cn




