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Abstract: To investigate the genetic polymorphisms of 17 Y-chromosomal short tandem repeats(Y-STR) loci in b ikl

She ethnic population from Fujian province, and to evaluate their forensic application values and genetic b EEN

relationship with other 11 populations, 152 unrelated male individuals of She ethnic population in Fujian were used bR
to determine the distribution of allele frequencies and haplotypes by using Y-filerTM System. Cluster analysis and s
phylogenic trees were applied to show the genetic distance among the populations. As a result, 50 haplotypes b R
were found in DYS385a/b loci, and 3~11 alleles were found in the rest 15 Y-STR loci. The GD value was from (WEEZ
0.4037(DYS391) to 0. 9725(DYS385a/b). This study has also revealed “off-ladder” alleles at several Y-loci,

namely DYS448, DYS393, DYS458 and DYS635, and several occurrences of duplications at the DYS385a/b, DYS19

and DYS390 loci. One hundred and forty-four haplotypes were found in 17 Y-STR loci, of which 138 were unique,

5 were found in 2 individuals, 1 was found in 4 individuals, and the observed haplotypes diversity value was

0.9990. Comparing with 11 populations, the genetic distance between She ethnic and Han population in Zhejiang

was the smallest (0.0042), while it was the largest between She ethnic and Tibet ethnic population (0.2380).

Cluster analysis and phylogenetic tree both demonstrated that genetic distance between She ethnic and several

south Han populations is closer than between She ethnic and non-Han populations. Multiplex detection of the 17

Y-STR loci revealed a highly polymorphic genetic distribution, which would be very powerful for establishing a Y-

STR database, for population genetics and forensic practice.

Keywords: Y-chromosome, shorttandem repeats, haplotype, genetic distance, She ethnic

population in Fujian

Wk H #1: 2012-02-02; H Rk H #1: 2012-08-25
4

AL A 5 R AR S vl 0 Bh ol H GIESSRHEDFFC S ) (5. IRT0956), 5K HARFL R4 i BT H (U

81172902), Jbi i RHEH B RI(4i 'S : 2010B0O73)F1Hh [H Bk k2475 4F 20T 2% AR G105 1B % Bh 35 7

HWREH £f9%%%  Email: shimeisen2000@yahoo.com.cn

I A :

Haig, R, R, PR, B, BE, AR M EBEALTAY - STRIEL A s M RasfE K R, #ifk, 2012, 34(8): 1020-1030.

BAI Ru-Feng, YANG Li-Hai, YUAN Li, LIANG Quan-Zeng, LU Di, YANG Xue, SHI Mei-Sen. Polymorphism of 17 Y-STR loci in She ethnic population in
Fujian and genetic relationship with 11 populations. HEREDITAS, 2012,V34(8): 1020-1030.

HERRATL:



http://www.chinagene.cn/Jwk_yc/CN/10.3724/SP.J.1005.2012.01020 [E1% http://www.chinagene.cn/Jwk_yc/CN/Y2012/V34/18/1020

[1]

(2]

(31
[4]

(5]

(el

[7]

(el

(el
[10]

[11]

[12]
[13]

[14]
[15]
[16]
[17]

[18]

[1]
21
[31
[4]
(51

(61

71

(el
[e1
[10]
[11]

[12]

[13]
[14]

[15]

Jobling MA, Pandya A, Tyler-Smith C. The Y chromosome in forensic analysis and paternity testing. Int J Legal Med, 1997, 110(3): 118-124.
ZNHH

de Knijff P, Kayser M, Caglia A, Corach D, Fretwell N, Gehrig C, Graziosi G, Heidorn F, Herrmann S, Herzog B, Hidding M, Honda K, Jobling M,
Krawczak M, Leim K, Meuser S, Meyer E, Oesterreich W, Pandya A, Parson W, Penacino G, Perez-Lezaun A, Piccinini A, Prinz M, Roewer L.
Chromosome Y microsatellites: population genetic and evolutionary aspects. Int J Legal Med, 1997, 110(3): 134-149. __ red

Stumpf MP, Goldstein DB. Genealogical and evolutionary inference with the human Y chromosome. Science, 2001, 291(5509): 1738-1742.

Parson W, Niederstéatter H, Kdchl S, Steinlechner M, Berger B. When autosomal tandem repeats fail: optimized primer and reaction design for
Y-chromosome short tan-dem repeat analysis in forensic casework. Croat Med J, 2001, 42(3): 285-287.

Sibille 1, Duverneuil C, Lorin de la Grandmaison G, Guerrouache K, Teissiére F, Durigon M, de Mazancourt P. Y-STR DNA amplification as
biological evidence in sexually assaulted female victims with no cytological detection of spermatozoa. Forensic Sci Int, 2002, 125(2-3): 212-
216 zmss‘"

Walsh BS, Petzger DA, Higuchi R. Chelex-100 as medium for simple extraction of DNA for PCR-based typing from forensic materia.
Biotechniques, 1991, 10(4): 506-513.

Zhu BF, Wu YM, Shen CM, Yang TH, Deng YJ, Xun X, Tian YF, Yan JW, Li T. Genetic analysis of 17 Y-chromosomal STRs haplotypes of
Chinese Tibetan ethnic group residing in Qinghai province of China. Forensic Sci Int, 2008, 175(2-3): 238-243. _ ret

SO, AN, TSI, AR, AT, WRLDUE ABFL6AYY - STRIER it i Z A M . Jii4 AR, 2005, 179(5): 11-17.
WA, XIKCHE, PR, X, ) PAN D HRIRLTAY - STRIER EE I 2 25 Pk 40 0. 38i4%, 2009, 31(9): 921-935. il i
Guo H, Yan JW, Jiao ZP, Tang H, Zhang QX, Zhao L, Hu N, Li HF, Liu YC. Genetic polymorphisms for 17 Y-chromosomal STRs haplotypes in

Chinese Hui population. Leg Med, 2008, 10(3): 163-169. s

Zhu BF, Shen CM, Xun X, Yan JW, Deng YJ, Zhu J, Liu Y. Population genetic polymorphisms for 17 Y-chromosomal STRs haplotypes of

Chinese Salar ethnic minority group. Leg Med, 2007, 9(4): 203-209. st

FERR, T, M. LVGDUELT/NY - STRAEE feisifh 2 350 st X &R, Bifk, 2011, 33(3): 228-238. il

Huang TY, Hsu YT, Li JM, Chung JH, Shun CT. Polymorphism of 17 Y-STR loci in Taiwan population. Forensic Sci Int, 2008, 174(2-3): 249-
54 IH!I!”

Felsenstein J. PHYLIP: phylogeny inference package (version 3. 2). Cladistics, 1989, 5: 164-166.

B, R, M. ACDURREALTAYY - STRIED JE gL 235 1. hIEVEARE 2943, 2010, 25(6): 432-433.

TSR, T8, ERS, LHA, SAHE, . NSEDURABFLTAY - STRIER i L 2 &, VAR 24E, 2009, 24(2): 117-118.

K, B, TB, mEE, SRR, WEDUR ABFL7AY - STRIEIR MR 14 2 AT, iR, 2008, (2): 60-62.

FRRILL, HE TG, XEES, X, 22300, kR, WEDUR ABFL6AY - STRIEF M it 6 2 A&t R 2% 4E, 2010, 26(1): 66-67.

P XEE HOCE) NG TR VNS MR I EGLNLEE R 64 A% 17 IR 2 A5 1L 5 v Mg IR SUE 1 A AR S P [J]. #84%, 2013,35(8): 0-0
Brig s arsifh OREE Sk S 2k K 2 38 1 5 5 3 AN B A OB OC & [J]. agifk, 2013,35(7): 813-822
SCBI NS RS R SRS —— WY RO AR NS R 2 AR RILE SR R[] iife, 2013,35(6): 761-770
LR, Bhdk, FEEEAR, ARG, XUARE, EOSCWCEE o TR 2R ST RE R[], dgif%, 2013,35(2): 151-160
P R, TROF, BLEE, KNSR, TKTF, BERAR, XU BRAR.Y e o AT L UG s X A R R R AT O[] A%, 2013,35(1): 73-78

wokte, HOREE, 0y, MRk, R, HE, mMEAT. KU, B, RS, B, MRS, S 2505 2R 7R 12S rRNA A1555G5E AR (1 H [H I
AR LE A MR B FE R R [J]. ik, 2013,35(1): 62-72

i, WA, MBSk, WEE, UF, VRGN, TR, D, SURCF, Bk, 3ERI Ao E BOG BRFURS I 2 0 Ik LA e T 5K AR I B A T A T[], gt
£, 2012,34(4): 431-436

TR, B, BT, RRRR, FEM, TH, SR DRI T RO R AR MEGRSEE K] 15K i UM (K BT 7T [J]. #i4%, 2012,34(3): 307-314
AR, LIS, NI, AR, SRR Y YR 36T STRAY £ i i 5 % 52 [J]. Bifk, 2012,34(11): 1409-1416
AR, FETE, L PSR L7 Y- STRIE [N Bk 1 2 2 vk S itk ¢ R [J]. Jifk, 2011,33(3): 228-238

JAB, RRPT, Eapdk, RE, FEN, SM.A-FABPIER 2 5 M 5 g A KR4 st IR 11 DG I [3]. 3%, 2011,33(2): 153-162

BEﬁn @E?m%r 5&7’77}’1’ %—ﬂq’?éé‘? TJ’DL’H /\’\27 ’M\}.E%j:b %I’ %/\‘flf’ *%HEBE! ?ﬁﬁ?ﬁqﬂ>H'7Tﬁ:$ﬂ%ﬁﬁ%ﬁ?M&HLAI?’fElﬁkAIu?ﬁ?)\ jklﬁ:&/H\ HLA- A’LL
H FKJ*H?%T#[J]. iifk, 2011,33(2): 138-146

FRETE, GRHET, RCEAK, AW R ME a4 [R) M RO IR) (98 4% 4r G [J]. BifE, 2011,33(1): 75-80
SKIGERH, ORAEMS, SKEME, WEWEE, WRZE, TEAIULIE R ALK AR Y G AR TR bRl i 5 2 AR DI [J]. Bk, 2010,32(3): 242-247

SR, AR, K, &, DREE, i, B, AR REH X A BENMLHLAI hMSH23E K £ A0 5 Bk 1 45 H s 2 IME 1 5 R[], %,
2010,32(12): 1241-1246



Copyright 2010 by #if4



