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Abstract: [Abstract] In recent years, some microscopy-positive but nest-PCR negative (based on small subunit F Email Alert

ribosomal RNA gene) ovale malaria cases were reported. The detection failure was due to the genetic variations
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between Plasomdoium ovale wallikeri and P. ovale curtisi. This paper reviews the discovery and validation processes of ¥ 2 12 S 5
P. ovale wallikeri and the detection systems for identification of P. ovale.
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