A A dE A U 4 2006 24 (6): 420-424  1SSN: 1000-7423 CN: 31-1248/R

wF

I E 44 OFk 1 4 MRAPD: T % 51 43 Mt
KRN 2, AR R

1 SrfHBE R A b, Bt 550004
WA HY BEHY MR R A H
fiij 2

HE) 2 BI0 A48 Ok 4 bR AR BT 2 %50 738 2 DI E W kbR (TWLD) |, SEIN#RAIRE
(DY1. DY2) . MM ITER (CI1. CJ2. CJ3. Cl4) . =R RFAEE (DLL) FIFsm Itk (XJ1) %
BAT A, $EHUDNA, LL134BENLE I TPCRY 14, FBENLY L EEDNA (RAPD) 74T, FEHIEA
FHIERRE RS R B . SR 134513y WRAPD B33 14 (LIAAFbpE AR « B4 Hd
IRAPD F Bt AE3~284 2 A, 1345|914 #RAPD H Bi#6.11~24.564", “V#§14.15/4; 94
ANFEHFRRR 2R 4 RS RAPD F Y 7E9.85~16.62, 114.084 . REEREFM Br: 9N F My B
A A S, DY1, DY2, DLIRITWLER A —3, B FAagwvFy; cJ1. CcJ2. CJI3.
CIAFIXILER MYy —3, BAGMIRL WAt 48 TRE A% Ok AR 4 Hig) & T2 5 4 Hu iy i 37 Ffofn
R s 4R, RAPD AT AT F T R A2 7 4% B 0 b 5 2 i 4%t fe 42 W R i 4 28 22 52
KEEE mgE AR UMW R BENLY 2 AYEDNA (RAPD)

R

2 BTRHBE A B e T =
B H

#8H 550004,

The Random Amplified Polymorphic DNA Identification
of

9 Taenia saginata Isolates from Four Provinces
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Abstract

Objective To make molecular identification for 9 isolates of Taenia saginata from 4
provinces. Methods Genomic DNA was extracted from the segments of adult tapeworms
collected from Taoyuan of Taiwan (TW1) , Duyun of Guizhou (DY1, DY2),
Congjiang of Guizhou (CJ1, CJ2, CJ3, CJ4) , Dali of Yunnan (DL1) and Wushi of
Xinjiang (XJ1) respectively. PCRs were carried out with 13 random primers. A
phylogenetic tree of different geographical strains was constructed. Results 331 DNA
fragments were amplified. The number of DNA fragments amplified by single primer was
between 3 and 28. The average number of amplified DNA fragments by the 13 primers
was 14.15. The average number of fragments from the 9 isolates of T.saginata was
14.08. Phylogenetic tree revealed that there were two branches in the tree, DY1,
DY2, DL1 and TW1 occupied one branch, while CJ1, CJ2, CJ3, CJ4 and XJ1
occupied the other one. Conclusions By the RAPD analysis, the isolates DY1, DY2,

DL1 and TW1 belong to Taenia saginata asiatica, and the isolates CJ1, CJ2, CJ3,
CJ4 and XJ1 belong to T.saginata saginata.
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