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Cloning and Sequencing of Cytochrome c Oxidase 11
(COI1) Gene of Three Species of Mosquitoes
HUANG Zhao hui,WANG Jin fu

College of Life Sciences;Zhejiang University;Hangzhou 310012

Abstract

Objective To determine and compare the complete sequence of COIll gene from
Anopheles sinensis, Aedes albopictus and Culex quinquefasciatus and to identify the
molecular homology among these mosquitoes. Methods The recombinant plasmids
including COIIl gene from the three species of mosquitoes were obtained by the T A
cloning technique,and the COIIl genes were sequenced and analyzed. Results The
homology of the COIIl gene nucleotide sequence and the deduced amino acid sequence
of COIll among the three species of mosquitoes varied from 84.1% to 87.9% and from
85.1% to 89.5%, respectively. The C+G content of COIll gene was 23.2%-24.9%, the
frequency of transversion higher than that of transition. Conclusion Aedes albopictus
and Culex quinquefasciatus are closely related species at their COIl molecular level
according to COII gene.
Key words Anopheles sinensis Aedes albopictus Culex quinquefasciatus
cvytochrome c oxidase subunit Il gene

DOIl:

¥ e e
A AT R
k Supporting info
¥ PDF(203KB)
» [HTML4: 3] (OKB)
» 27 CHR[PDF]
v 225 3R
Jk 25 55 J 5t
b A SCHER A I
P AR
PN GRS
r SRS
 Email Alert
b SCEE
b X B i S
HHRAF B
b AT <o 1 A
S
WA SCAE B ARG S
- PO

W ARAE

P
Qf% PAE e 4

'~




