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Sequence Difference of Ribosomal DNA Second
Internal Transcribed Spacer in Anopheles minimus in
Different Localities
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Abstract

Objective To compare the sequence difference of the ribosomal DNA second internal
transcribed spacer ITS2) in Anopheles minimus from Yunnan, Hainan, Guangxi of China
and from Thailand. Methods Single mosquito’s legs were digested to extract DNA; the
rDNA-ITS2 region was amplified by specific primers and the PCR products were purified,
sequenced and analysed. Results Two different kinds of ITS2 sequences, temporarily
named as An.minimus A and An.minimus C, were found in this study. The length and GC
contents of ITS2 region in species A and species C are 481 bp, 54.04% and 483 bp,
54.23%, respectively. Two species differed by 5.8% in the ITS2 sequences owing to 22
fixed nucleotide substitutions and indels. Conclusion Two cryptic species, An.minimus A
and An.minimus C, were found in the research localities.

Key words Anopheles minimus complex ribosomal DNA ITS2 sequence

DOI:

¥ e e
A AT R
k Supporting info
» PDF(210KB)
» [HTML4: 3] (OKB)
» 27 CHR[PDF]
v 225 3R
Jk 25 55 J 5t
b A SCHER A I
P AR
PN GRS
r SRS
 Email Alert
b SCEE
b B S S
HHRAF B
v AT O ML I ARDC
S
WA SCAE B ARG S
- FR#R
- BB

%
AN .
WRTAE Jcsoim e o £

~




