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Detection of bcl-2 methylation and the relationship
between bcl-2 methylation and expression, prognostic
factors in breast cancer
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Abstract

<FONT face=Verdana=>AIM: To establish methylation-specific PCR (MSP) method for
detecting bcl-2 gene, and to study the relationship between bcl-2 methylation and
expression, prognostic factors in breast cancer. METHODS: The primer of bcl-2 gene
for MSP was designed. The methylations in CpG island of bcl-2 gene in 54 cases of
breast cancer were detected by using MSP. The expressions of bcl-2, PCNA, ER and
PR in 54 cases of breast cancer were detected by using SP immunohistochemical
technique. RESULTS: The overall positive rate of bcl-2 methylation was 29.6% in
breast cancer. There was a significant negative correlation between the
methylation of bcl-2 and the expression of bcl-2 (P<<0.01). The methylation of bcl-2
coincided with those bad prognostic factors such as high PCNA label index (LI), ER-
and PR-(P<<0.01). CONCLUSIONS: This study established the MSP method for
detecting bcl-2 gene. The results of MSP and sequence analysis testified that the
design of the MSP primer of bcl-2 gene in this study was successful. The
methylation of bcl-2 would become the marker indicating bad prognosis of breast
cancer.</FONT>
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