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Genetic polymor phism of multidrug resistance gene 1 C3435T in Chinese
Wa, Bai and Zang Nationalities
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Abstract

AIM To investigate the alele and genotype frequencies of multidrug resistance gene 1(MDR1) C3435T in Chinese Wa,
Bai and Zang nationalities, and compare with other ethnics. METHODS The number of the healthy volunteers from
Chinese Wa, Bai and Zang were 143, 138 and 257, respectively. The PCR-RFL P method, which was verified by direct
sequencing, was applied to genotype MDR1 C3435T. RESULTS The MDR1 C3435T in Chinese Wa, Bai and Zang was:
CC(31.5%, 29.7% and 25.7%), CT(44.7%, 50.7% and 56.8%) and TT(23.8%, 19.6% and 17.5%), which met Hardy-
Weinberg equilibrium. The frequencies of alele T in Chinese Wa, Bai and Zang were 46.2%, 44.9% and 45.9%, that were
significantly different from those in African-American, and Chinese Wa and Zang significantly different from those in
Chinese Han. CONCL USION The MDR1 C3435T gene distribution in Chinese Wa and Bai and Zang population
Murtation occurred in the situation has its own characteristics. Genotyping of MDR1 C3435T will be helpful in guiding
rational and individualized medication for individuals from Chinese Wa, Bai and Zang using drugs that are substrates of P-
ap.
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