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In addition to the studies of cellular and molecular events in the pathogenesis of systemic vasculitis, a genome analysis of mouse model
smay shed some light on the complex clinicopathological manifestations of systemic vasculitis. In the study of susceptibility loci to vasculiti
sin MRL mouse models, we learned that systemic vasculitis developed in a cumulative effect of multiple gene loci, each of which by itself di
d not have a significant effect to induce the related phenotype, thus indicating a polygenic system. The mice developed vasculitisin an additiv
e manner of multiple genes with a hierarchical effect. Some of the susceptibility loci seemed to be common to those in other collagen disease
saswell. Moreover, the loci controlling tissue specificity of vasculitis were present. One of the positional candidate genes for vasculitis sho
wed an alelic polymorphism in the coding region, thus possibly causing a qualitative difference in its function. As aresult, a particular combi
nation of polygenes with such an allelic polymorphism may thus play acritical rolein leading the cascade reaction to develop vasculitis, and a

Iso aregular variation of systemic vasculitis. Thisis designated as the polygene network in systemic vasculitis.
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